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Fig. 2
L= Ler, C=Col , H = F2 (F1 self progeny)
C/L heterozygote

Ler Col F1 1 2 3 4 5 6 7 8

─ ─ ─ ─ ─ ─ ─ ─ Eco R1 digested
CUT CUT1 DNA amplified

 from each plant
─ ─ ─ ─ ─ ─ ─ ─ shown.
─ ─ ─ ─ ─ ─ ─ ─

L C H H C L H H
1 : 2 : 1

Ler Col F1 1 2 3 4 5 6 7 8

This is a new gel  
─ ─ ─ ─ ─ ─ ─ ─ using DNA from the   

BEAU same 8  F2 plants
as the ones above

─ ─ ─ ─ ─ ─ ─ but BEAU amplified 
and CAPS marker
detected.

L C H L C L H H

1 / 16 chrom. Underwent recomb.of the chromosomes have undergone
recombination = 6% see individual #4

2)  Co-segregation and recombination frequency (linkage).  Double cross-overs ignored

1 : 2 : 1

1   :  1   :  2

1   :  1   :  2
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Molecular markers for CUT1 and BEAU

CUT gene cloned - DNA probe
BEAU - DNA probe                       Both genes on Chrom. 1

Ler Co1 F1  (Ler x Col)

─ ─ EcoRi digested CUT DNA
amplified from genomic 
DNA.

─ ── ─

Ler Co1 F1  (Ler x Col)

─ ─
same as above
BEAU CAPS marker

─ ─ detected.

CAPS marker
used to follow inheritance & segregation of:
- CUT1 gene
- BEAU gene



/Users/george/Documents/MyFiles/TEACH/BIOL433/problems and answers/Biol 433 mapping prob2 Fig. 2 
2018.xlsx


